List of primers used in the study Figure S7 . Expression patterns of CsMLO1 and CsMLO2 genes in response to plant hormones. (A) RT-qPCR analyses of CsMLO1 transcripts in resistant variety under plant hormones treatments such as hydrogen peroxide (H2O2, 10 μM), abscisic acid (ABA, 100 μM), salicylic acid (SA, 1 mmol·L −1 ), methyl jasmonate (MeJA, 100 μmol·L −1 ) and CaCl2 (10 mmol·L −1 ). (B) RT-qPCR analyses of CsMLO2 transcripts in resistant varieties under plant hormones treatments. The relative expression levels of CsMLO1 and CsMLO2 in cucumber plants at variety time points were compared with the mock control, which was set to 1. Expression analysis of candidate genes using the 2 −ΔΔCt method. Data are means ± standard deviations from three biological replicates per cultivar. The asterisks indicated a significant difference (Student's t-test, *P < 0.05 or **P < 0.01).
